Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.042; wR factor = 0.126; data-to-parameter ratio = 13.6.
The molecular structure of the title compound, C 15 H 15 NO, involves an intramolecular C-HÁ Á ÁO hydrogen bond. The central amide group -NH-C( O)-is twisted by 37.95 (12) out of the meta-substituted benzoyl ring and by 37.88 (12) out of the ortho-substituted aniline ring. The two benzene rings are inclined to one another at only 4.2 (1) having an interplanar spacing of ca 0.90 Å . The crystal structure is stabilized by intermolecular N-HÁ Á ÁO hydrogen bonds, which link the molecules into chains running along the b axis. A weak intermolecular C-HÁ Á Á interaction is also present.
Related literature
For the preparation of the title compound, see: Gowda et al. (2003) . For related structures, see: Bowes et al. (2003) ; Gowda et al. (2008a,b) ; Rodrigues et al. (2010) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Cg1 is the centroid of the C1-C6 ring. Data collection: CrysAlis PRO (Oxford Diffraction, 2009); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2002) ; software used to prepare material for publication: SHELXL97, PLATON (Spek, 2009) and WinGX (Farrugia, 1999) .
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Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: VM2033). As part of a study of the substituent effects on the crystal structures of benzanilides (Bowes et al., 2003; Gowda et al., 2008a,b; Rodrigues et al., 2010) , in the present work, the structure of N-(2-methylphenyl)-3-methylbenzamide (I) has been determined ( Fig. 1 ). In the crystal, the ortho-methyl substituent on the anilino ring is positioned syn to the N-H bond, while the meta-methyl substituent on the benzoyl ring is positioned anti to the carbonyl C==O bond.
3-Methyl
The structure of (I) involves an intramolecular C-H···O hydrogen bond (Table 1) hydrogen bond is also present in the structure, and occurs between the C14 methyl group and the centroid Cg1(i) of the C1-C6 ring at the position (i): x, y -1, z (Table 1) .
Experimental
The title compound was prepared according to the method described by Gowda et al. (2003) . The purity of the compound was checked by determining its melting point. It was characterized by recording its infrared and NMR spectra. Rod-like colourless single crystals of the title compound were obtained by slow evaporation from an ethanol solution of the compound (0.5 g in about 30 ml of ethanol) at room temperature.
Refinement
All H atoms were visible in difference maps and then treated as riding atoms with C-H = 0.93 or 0.96 Å, N-H = 0.86 Å and O-H = 0.90 Å. The U iso (H) values were set at 1.2U eq (C aromatic, N) and 1.5U eq (C methyl, O). The U values of the bonded atoms C7 and O1 have been subject (using the DELU instruction) to a rigid bond restraint, thus enforcing their anisotropic displacement components in the direction of the bond to be equal within a standard deviation of 0.005. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.60977 (14) 0.5878 (3) 0.45102 (7) 0.0380 (4) Atomic displacement parameters (Å 2 )
0.0434 (9) 0.0277 (7) 0.0421 (9) 0.0000 (6) 0.0184 (7) 0.0039 (6) C2 0.0405 (9) 0.0322 (8) 0.0451 (9) 0.0024 (6) 0.0172 (8) 0.0041 (6) C3 0.0503 (10) 0.0331 (8) 0.0414 (9) −0.0044 (7) 0.0190 (8) 0.0033 (7) C4 0.0452 (10) 0.0472 (9) 0.0439 (10) −0.0068 (7) 0.0116 (8) 0.0023 (7) C5 0.0404 (9) 0.0523 (10) 0.0530 (10) 0.0054 (7) 0.0180 (8) 0.0063 (8) C6 0.0477 (10) 0.0391 (8) 0.0476 (9) 0.0036 (7) 0.0222 (8) 0.0013 (7) C7 0.0415 (9) 0.0288 (8) 0.0462 (9) −0.0012 (6) 0.0202 (7) 0.0015 (6) C8 0.0420 (9) 0.0272 (7) 0.0388 (8 
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C1-C6 ring. 
